
GO:0007049
cell cycle
0.00577
36 / 54

GO:0008150
biological_process

1.00000
96 / 187

GO:0009314
response to radiatio...

0.00631
14 / 17

GO:0009605
response to external...

0.00018
42 / 59

GO:0009628
response to abiotic ...

0.00664
25 / 35

GO:0009987
cellular process

0.20064
94 / 180

GO:0009991
response to extracel...

0.00367
13 / 15

GO:0010212
response to ionizing...

0.00205
9 / 9

GO:0031667
response to nutrient...

0.00367
13 / 15

GO:0044699
single−organism proc...

0.72418
91 / 178

GO:0044763
single−organism cell...

0.03650
90 / 167

GO:0050789
regulation of biolog...

0.43491
81 / 156

GO:0050794
regulation of cellul...

0.50643
79 / 153

GO:0050896
response to stimulus

0.02976
77 / 138

GO:0051726
regulation of cell c...

0.00097
29 / 39

GO:0065007
biological regulatio...

0.52508
83 / 161

GO BP DAG analysis



GO:0000975
regulatory region DN...

0.8371
12 / 27

GO:0000976
transcription regula...

0.8822
6 / 15

GO:0000977
RNA polymerase II re...

0.9332
5 / 14

GO:0000979
RNA polymerase II co...

0.0673
4 / 4

GO:0001012
RNA polymerase II re...

0.9587
5 / 15

GO:0001046
core promoter sequen...

0.2013
4 / 5

GO:0001047
core promoter bindin...

0.3904
5 / 8

GO:0001067
regulatory region nu...

0.8371
12 / 27

GO:0003674
molecular_function

1.0000
96 / 187

GO:0003676
nucleic acid binding

0.8868
23 / 51

GO:0003677
DNA binding

0.9425
19 / 45

GO:0003690
double−stranded DNA ...

0.6434
9 / 18

GO:0005488
binding
0.7871
89 / 175

GO:0005515
protein binding

0.5971
81 / 158

GO:0008092
cytoskeletal protein...

0.4497
10 / 18

GO:0015631
tubulin binding

0.0382
7 / 8

GO:0019899
enzyme binding

0.7086
23 / 47

GO:0019902
phosphatase binding

0.1573
6 / 8

GO:0019903
protein phosphatase ...

0.0680
6 / 7

GO:0043565
sequence−specific DN...

0.8422
11 / 25

GO:0044212
transcription regula...

0.8371
12 / 27

GO:0047485
protein N−terminus b...

0.0673
4 / 4

GO:0050839
cell adhesion molecu...

0.1185
5 / 6

GO:0097159
organic cyclic compo...

0.9351
40 / 87

GO:1901363
heterocyclic compoun...

0.9351
40 / 87

GO:1990837
sequence−specific do...

0.8148
7 / 16

GO MF DAG analysis



GO:0005575
cellular_component

1.0000
97 / 187

GO:0005622
intracellular

0.4309
88 / 168

GO:0005623
cell

0.9281
92 / 180

GO:0005737
cytoplasm

0.0263
75 / 132

GO:0012505
endomembrane system

0.0528
28 / 44

GO:0016023
cytoplasmic, membran...

0.1965
11 / 17

GO:0031410
cytoplasmic vesicle

0.0994
13 / 19

GO:0031982
vesicle
0.1331
26 / 43

GO:0031988
membrane−bounded ves...

0.2581
22 / 38

GO:0043226
organelle
0.2004
86 / 161

GO:0043227
membrane−bounded org...

0.0627
82 / 149

GO:0043229
intracellular organe...

0.2106
80 / 149

GO:0043231
intracellular membra...

0.0243
78 / 138

GO:0044424
intracellular part

0.3391
87 / 165

GO:0044444
cytoplasmic part

0.2678
55 / 101

GO:0044464
cell part
0.9281

92 / 180

GO:0099503
secretory vesicle

0.0638
8 / 10

GO CC DAG analysis


